Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.007 Å; R factor = 0.060; wR factor = 0.245; data-to-parameter ratio = 14.3.
In the molecule of the title compound, C 15 H 15 NO 2 S, the dihedral angle between the two phenyl rings is 41.8 (3) . The S atom has a distorted tetrahedral environment. In the crystal structure, C-HÁ Á ÁO hydrogen bonds link the molecules into a ribbon-like structure along [010] .
Related literature
For details of the biological activity and pharmaceutical applications of sulfonamide derivatives, see: Kazmierski et al. 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Kazmierski et al., 2004) and antihypertensive drugs (Beate et al., 1998) . In addition, they have also been employed in the preparation of gene probe labelling (Skrzipczyk et al., 1994) . As an extension of our previous studies (Arshad et al., 2009; Khan et al., 2009) , we report here the crystal structure of the title compound.
The molecular structure of the title compound, (I), is illustrated in Fig. 1 . The dihedral angle between the two phenyl rings is 41.8 (3)°. Atom S1 has a distorted tetrahedral environment, with a O1-S1-O2 angle of 120.2 (2)°. The C10-S1-N1-C4 torsion angle in the central part of the molecule is 86.2 (3)°.
In the crystal structure, adjacent molecules are linked via C-H···O hydrogen bonds (Table 1) to form a ribbon-like structure along the b axis (Fig.2) .
A mixture of N-phenyl benzenesulfonamide (0.5 g, 2.1552 mmol), sodium hydride (0.2 g, 8.333 mmol) and N,N-dimethylformamide (10 ml) was stirred at room temperature for 30 min and then allyl bromide (0.37 ml, 2.1552 mmol) was added.
The stirring was continued further for a period of 3 h and the contents were poured over crushed ice. The precipitated product was isolated, washed and recrystallized from methanol solution.
Refinement
H atoms were placed in calculated positions, with C-H = 0.93 or 0.97 Å and included in the final cycles of refinement using a riding model, with U iso (H) = 1.2U eq (parent atom). Figures   Fig. 1 . The molecular structure of the title compound, showing the atomic numbering and 30% probability displacement ellipsoids. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds 
